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Abstract
Background: Professional Sex Workers (PSW) and their
partners are considered as vulnerable populations at high
risk of transmission for Sexually Transmitted Infections
(STIs) as well as infection with the Human
Immunodeficiency Virus (HIV).

Objective: The objective of this work was to determine the
molecular and virological profile of PSW and their clients at
the beginning of Antiretroviral Treatment (ART) followed at
the IST Matonge center in the city of Kinshasa.

Methods: Twenty (20) subjects diagnosed HIV-1 positive by
serology at IST-Matonge voluntarily participated in this
work. This is the PSW and their partners, all aged over 18
and naive ART. Blood samples were collected in 5 ml tubes
with EDTA anticoagulant. After extraction of the RNA from
the plasma collected using the QIAGEN RNA kit, a
Quantitative Real-Time PCR (qPCR) was used for the
determination of the Viral Load (VL). Then Reverse
Transcriptase PCR (RT-PCR) and Nested PCR were used to
amplify the regions of interest on Protease and Reverse
Transcriptase for subsequent sequencing by the Sanger
method.

Results: Twenty (20) patients were included in this work.
Forty-five percent (45%) of the patients were women. The
median age was 43 years. The median value of the VL of the
included patients was 5.53 log10 RNA copies/ml. The
dominant subtype in this population was K with 25%.

Conclusion: Proffesional sex workers and their partners
remain a population at risk for transmission of HIV infection
which has a particular molecular profile and most begin
treatment with a poor viral prognosis of treatment.
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Introduction
Professional Sex Workers (PSW) and their partners are

considered as vulnerable populations at high risk of transmission
for Sexually Transmitted Infections (STIs) as well as the Human
Immunodeficiency Virus (HIV) infection [1]. The prevalence of
HIV infection in the PSW population is higher than in the general
population [2]. Evidence continues to show that unprotected
and tariffed sex is a significant factor in maintaining the HIV
epidemic in several countries in sub-Saharan Africa [3]. The scale
of this public health problem calls for on-going prevention,
effective treatment and particular follow-up of patients in this
vulnerable group [4].

In the Democratic Republic of Congo (DRC), few studies
describe the HIV epidemic in regard of this targeted population.
Hence the objective of this work was to determine the
molecular and virological profile of PSW and their partners at
the beginning of Anti-RetroViral Treatment (ART) at the Center
of Treatment for Sexually Transmitted Infections and HIV/AIDS of
Matonge (IST Matonge) in Kinshasa.

Methods

Study population
Twenty (20) subjects diagnosed positive for HIV-1 by serology

at the Center of Treatment for Sexually Transmitted Infections
and HIV/AIDS of Matonge (IST-Matonge) voluntarily participated
in this work. These were the PSW and their partners all recruited
in Kinshasa. All patients were aged over 18 years and naive ART
in the period from November 08, 2013 to February 14, 2014
without any discrimination. IST-Matonge has an annual average
of 40 patients followed for HIV infection per year.
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Collection of samples
Blood samples were collected in 5 ml tubes with EDTA

anticoagulant from the elbow crease vein after patient consent.
The collected blood was centrifuged at 3000 rpm for 10 min to
obtain clear separation in 3 phases. Plasma thus obtained was
used for the determination of Viral Load (VL) and sequencing.

Amplification and Sequencing
After extraction of the RNA from the plasma collected using

the QIAGEN RNA kit [5], a Quantitative Real Time PCR (qPCR),
previously described [6,7], was used for the determination of VL.
A Reverse Transcriptase PCR (RT-PCR) and a Nested PCR were
used to amplify the regions of interest on Protease and Reverse
Transcriptase for subsequent sequencing. All PCRs were
performed under previously described cycle and temperature
conditions [6,7]. For sequencing, each sample was amplified on
Protease and Reverse Transcriptase regions in both sense and
antisense [8].

The amplified fragments were sequenced by the Sanger
sequencing method [8]. The pairing of the obtained fragments
(sense and antisense) was done with the Vector NTI Advance®

11.5 software (Invitrogen, Life Technologies) and compared with
different databases for the identification of HIV type 1 subtype
[8].

Results
Twenty (20) patients were included in this work. Forty-five

percent (45%) of the patients were women and 55% were men;
giving a sex ratio of 1:1. The median age was 43 years within the
range of 20 to 60 years.

Table 1 Molecular and virological epidemiological profile of
professional sex workers (PSW).

Characteristics Patients (n=20)

Sex

Female 9 (45%)

Male 11 (55%)

Age (years)

Interval 20-60 years

Median 43 years

18-25 3(15%)

26-35 3(15%)

36-45 4(20%)

46-55 7(35%)

56-65 3(15%)

Viral Load (log10 RNA copies/ml)

Interval 1.35-7.95

Median 5.53

Subtypes of HIV

A 3(15%)

C 2(10%)

G 3(15%)

H 1(5%)

J 2(10%)

K 5(25%)

U 2(10%)

CRF02_AG 2(10%)

The median value of the VL of the patients included was 5.53
log10 RNA copies/ml (340 000 RNA copies/ml). The minimum
and maximum values were respectively 1.35 and 7.95 log10 RNA
copies/ml (22.28 and 88, 850, 000 RNA copies/ml). Seventy-five
percent (75%) of patients begun treatment with a VL greater
than 5.00 log10 RNA copies/ml.

The dominant subtype in this population was K in 5 patients
(25%), followed by subtypes A and G in 3 patients each (15%),
subtypes C, J and U in 2 patients each (10%), subtype H in 1
patient (5%) and CRF02_AG in 2 patients (10%) (Table 1).

Discussion
The objective of this work was to determine the molecular

and virological profile of Professional Sex Workers (PSW) and
their partners infected with HIV-1 who were eligible for initiation
of Antiretroviral Therapy (ART) followed in the Center of
Treatment for Sexually Transmitted Infections and HIV/AIDS of
Matonge (IST-Matonge) of Kinshasa. The study population was
composed of 45% female and 55% male, a sex ratio of 1:1. The
median age was 43 years and the most represented age group
was 46 to 55 with 35% of patients. Different studies have shown
younger age groups for the PSW population for Kinshasa [9,10].

The median value of the viral loads of the patients included
was 5.53 log10 RNA copies/ml (340 000 RNA copies/ml). The
minimum and maximum values were respectively 1.35 and 7.95
log10 RNA copies/ml (22 and 88, 850, 000 RNA copies/ml).
Seventy-five percent (75%) of patients started ART with a VL
greater than 100,000 RNA copies/ml or 5.00 log10 RNA
copies/ml. Several studies had shown that a VL greater than 5.00
log10 at the beginning of ART is a poor prognosis for starting
treatment [11-13]. Hence 75% of this population starts
treatment with a high probability of being in treatment failure.
This problem has also been raised by another study in our
community that mentions the delay in the management of
patients [14]. This late treatment soon becomes a
condemnation for patients who therefore have poor support for
ART. This is often the result of late diagnosis of HIV by the
population.

The dominant subtype in this population was K in 5 patients
(25%), followed by subtypes A and G in 3 patients each (15%)
subtypes C, J and U in 2 patients each (10%), subtype H in 1
patient (5%) and CRF02_AG in 2 patients (10%). This
heterogeneous distribution of strains in this study population
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was different from the distribution of strains for the city of
Kinshasa [8]. For a heterogeneous population of Kinshasa,
according to recent publications, subtype A was still the majority
with 22.9%, followed by CRF02_AG with 11.1%, subtypes C, G
and K with 9.8%, and subtypes D and H with 7.8% [8]. Especially
for the Funa district where the study center is located, subtype A
was dominant with 32%, followed by subtypes C and K with 15%,
CRF02_AG with 10%, subtypes G and H with 8%, J and U with 5%
and U with 2% [15]. The molecular profile of the IST-Matonge is
different depending on the peculiarity of its patients compared
to the general population. This different molecular profile
further demonstrates the specificity of HIV infection and the
importance of assiduous management.

These data present the diversity of the epidemiology of Type
1 HIV infection in Kinshasa from the different infecting strains
that circulate in the city along different lines of propagation.

Limitation of Study
Due to different constraints, the center receives only 40

patients per year thus the small sample size during the inclusion
period. However, this does not remove the pertinence of the
results. The profile of this targeted population is different due to
sexual exposure.

Conclusion
Professional Sex Workers and their partners remain a

population at risk for transmission of HIV infection which has a
particular molecular profile. Most of them begun ARV treatment
with a poor viral prognosis of treatment. This population
presents a particular molecular profile and most begins ART with
a bad prognosis.
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