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DESCRIPTION
Anger, the defining feature of irritability, can be conceptualized 
as a feeling but also as an emotion. Anger is a feeling in that in-
dividuals are consciously aware of a set of thoughts and bodily 
sensations that they describe as anger. Similarly, an individual 
may sense a proneness to anger as feeling on edge or feeling 
touchy another description for feeling irritable. On the other 
hand, emotions are thought of as action tendencies that do not 
need to enter conscious awareness, although they may do so. 
Anger can be an emotion in that people may act in an angry 
way without being aware of it. The differences between pso-
riasis another common cutaneous inflammatory disease were 
also investigated using meta-analysis data is associated with 
polarized immune responses, allergen sensitization and recur-
rent microbial skin infections, while psoriasis is associated with 
polarized immune responses and is not associated with skin in-
fections. Corresponding to their clinical phenotypes, opposing 
genetic effects were seen on locus and loci related to Cytokines 
and host antiviral genes psoriasis. Some genetic risk loci are in 
concordance and psoriasis, suggesting that these two common 
dermatological diseases share some genetic and inflammatory 
features. The general approach used by several industry orga-
nizations to ensure eye safety from intended use and foresee-
able misuse occupational and consumer accidental exposure of 
a consumer product is represented. Following the evaluation of 
all existing data structure activity relationships, skin irritation 
data, physicochemical properties, other in vivo data provid-
ed by the supplier an in vitro eye irritation test, optimized for 
the product type and category of interest, was conducted. For 
some affiliations, a tiered testing approach, with two or more in 
vitro tests, was conducted. Often an upper benchmark of sim-
ilar composition to the test formula or ingredient was includ-
ed in each in vitro test. The benchmark served as an internal 
control to identify the maximum in vitro response acceptable 

for a given category. The suggested Bottom Up and Top Down 
approach provides a reasonable framework from which to de-
velop and validate an in vitro eye irritation testing strategy. 
In this approach, highly sensitive or specific test methods are 
used to identify either or non-classified substances, respective-
ly, for regulatory purposes without necessarily the need to use 
in vivo testing. Disease related genetic variants usually either 
alter gene expression or change the function of gene products 
by changing protein amino acid structure. Epigenetic modifi-
cation and microRNA are important mechanisms that can also 
alter gene expression. Investigation of the transcript in disease 
relevant tissues and cells is therefore an ideal strategy to iden-
tify molecular signatures of complex diseases performed high 
throughput expression profiling on skin biopsies from lessons 
compared with health control subjects. It is now commonly ac-
cepted that skin barrier dysfunction is an essential feature for 
the pathogenesis. A disrupted skin barrier allows penetration 
of microbes, allergens, toxins and pollutants, leading to skin 
inflammation, allergen sensitization and bacterial colonization. 
Normal epidermal skin barrier function requires an intact stra-
tum cornea and tight junctions in the stratum granulose. An 
earlier linkage study had implicated chromosome where a very 
large cluster of genes involved in the epidermal differentiation 
process is located. This group of genes is also referred to as the 
epidermal differentiation complex and includes loricrin, invo-
lucrin, small proline rich proteins family, fusion protein family 
and late cornified envelope proteins.
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