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INTRODUCTION
Individual differences in human intelligence assessed using 
cognitive test scores have a well-reproduced hierarchical phe-
notypic covariance structure. They are essentially stable across 
the life course and predict educational, social, and health out-
comes. This solid phenotypic basis and meaning of life raises 
interest in the environmental social and genetic etiology of 
intelligence and the basis for intelligence differences in brain 
structure and function. Here, we summarize molecular genet-
ics (DNA-based) research on intelligence over the past decade, 
including the discovery of loci associated with intelligence, 
DNA-based heritability, and genetic correlations between in-
telligence and other traits. , criticize. Summarize new insights 
from brain imaging, including whole-brain and grey matter as-
sociations. We summarize the associations between regional 
brain imaging and intelligence and interpret them in relation to 
theoretical explanations. I am working on research that com-
bines genetics and brain imaging to study differences in intel-
ligence. All of these areas have new, albeit modest, relevance 
and lack mechanistic explanations.

DESCRIPTION
Although genetic variation is widely discussed in the literature, 
it has never been discussed from the perspective of the indi-
vidual herein, a synthesis of genetic concepts and variation as 
it relates to individual genetic makeup is provided. At all levels, 
from whether an organism is unmixed or hybrid, with muta-
tions in genomic, chromosomal, and more localized regions of 
DNA, to epigenetic mutations or alterations in selfish genetic 
elements of genetic information and mutations are covered. 
The genetic makeup and heterogeneity of the microbiota have 
significant implications for individual health and well-being. 
Mutation rates vary widely by mutation type. B. By sequence 
context. Genetic information controls many aspects of living 

things. Modes of inheritance, conjugation, sexual reproduc-
tion, and sex determination, whether Mendelian or non-Men-
delian, are discussed. Functional effects of DNA functions and 
mutations are introduced, as well as mechanisms to reduce and 
modulate functional effects such as TARAR countermeasures 
and intra-individual genetic competition. TARAR countermea-
sures for tolerance, evasion, repair, attenuation, and resistance 
are essential for life, genetic integrity, and gene expression. 
Gene makeup, the effects of mutations, and their expression 
are also considered in disease and personalized medicine. The 
text synthesizes knowledge and insight into individual genetic 
heterogeneity and organizes and codifies core concepts [1-4].

CONCLUSION
Since the early inception of genome-wide association studies 
(GWAS), it has become clear that for the diseases or traits stud-
ied, most genetic variants affect gene expression, probably pri-
marily by altering the function of regulatory elements. I was. At 
the same time, the field of regulation of gene expression has 
expanded its boundaries from distinct relationships between 
regulatory elements and genes to include genome organiza-
tion, long-range DNA interactions, and epigenetics. Next-gen-
eration sequencing has introduced a genome-wide approach 
that has greatly improved our understanding of the general 
principles of gene expression. However, figuring out how these 
apply to individual genomic loci requires tedious experimen-
tal work, requires multiple independent lines of evidence, and 
often leads to rare diseases. This review focuses on genomic 
non-coding features involved in transcriptional regulation, 
which, when altered, result in inherited (familial) thrombotic 
and hemostatic phenotypes. It brings known examples of types 
and emphasizes the role of enhancers and super-enhancers.
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